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What is CrystFEL?

 Suite of programs for processing serial crystallography data 
acquired at XFELs (and synchrotrons).

What CrystFEL does?

… indexing, integrating intensities, merging, scaling, viewing, hit finding…

How to get CrystFEL?

From Tom White, it’s for free 



CrystFEL’s core programs

indexamajig – peak finding, indexing, integration and data reduction program

partialator - merging and scaling partial intensities

compare_hkl and check_hkl - programs for calculating figures of merit

(R_split, CC 1/2, Signal-to-Noise Ratio, etc.)

cell_explorer – a tool for examining distributions of unit cell parameters

hdfsee - image viewer



Indexamajig – index and integrate diff. images  



Hdfsee – useful image viewer



Merging intensities and calculating figures of merit

Merging using partialator

Calculating figures of merit (CC 1/2, Signal-to-Noise Ratio, etc.)



Thank you for your attention!


