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‘How tRNAs attach their amino acids? ‘
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Tyrosyl-tRNA Synthetase (TyrRS)

C-terminal domain

a-helical domain

N-terminal
Catalytic domain

Structure of T. thermophilus TyrRS
and its tRNA complex

Yaremchuk, A., et al (2002) EMBO J. 21, 3829-3840.




Objective

® Crystal structure determination of

C-terminal domain of TyrRS from
Mycobacterium tuberculosis for drug design




Methods
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X-ray data of M. Tuberculosis TyrRS at 3.0 A
resolution (BW6), Coot Program



Results and Discussion
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X-ray data of M. Tuberculosis TyrRS
at 3.0 A resolution (BW6)

Molecular Replacement
Calculation of Phases

4 TyrRS molecules in asymmetric unit
N-terminal and C-terminal domain structures




C-terminal domain
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Structures of 4 C-terminal domains

Molscript
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‘Super'posed model of 4 C-terminal domains
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